1 100 200 300 400 500 600 700 800 900 1.000 1.100 1200 1238

Consensus D ———————————————————————————————————————————————_
Identity ]
e FUD 1, HydF

e FUD 2, pDK_hydF_1_F.scf

De REV 3, pDK_hydF 2 Riscf

10 20 70 110 120
Consensus -G-G-GICG-G_G-GGGIG-G-G—GIG-G-GG-G—GIGGG—G-GIG—CIG-G_G-GI_GIG-GG-
Identity
L FUD 1, HydF ATGATGAACGAGCTGAACAGCACCCCGAAGGGTGAACGTCTGCACATCGCGCTGTTCGGCAAGACCAACGTGGGCAAAAGCAGCGTTATCAACGCGCTGACCAGCCAAGAGATTGCGCTGGTTA

) () ) |
Ce FUD 2, pDK_hydF_1_F.scf AT(:ATGAACGAGCTGAACAGCACCCCGAAGGGTGAACGTCTGCACATCGCGCTG‘I‘I’CGGCAAL:ACCAACGTGGGCA/\AAGC;‘«GC(:‘I—F»\TCAACGCGCTGACCAGCCI\AGAGATTGCGCTGGT_FA

Be REV3, pDK_hydF 2 R.scf

5 13 140 150 160 170 200 210 220
Consensus I_G-GGG—G_GGC_GIG-GG_G-('.G-GGC-GG_('.G-G—G.GG_GG-_GI
Identity |

Ce FUD 1, HydF

/\ WA Y AV [\ /\ '
Ce FUD 2, pDK_hydF_1_F.scf GCAACG'I—FAAGGGCACCACCACCGACC(_GGTGTMCAAA(_-.CGATGGAACT(;CTGCCGCTGGGTCCG(_:TFATGCTGAT(_GACACCGCGGGCCTGG/«CGAT/\TFAGCGATCTGGGCGM(_-.CTGCGTCG

Ce REY 3, pDK_hydF 2 R.scf

249 ’60 "70 "80 ’90 300 3!0 3"0 330 340 350 3 370
Consensus STGGEAAGAEEETGGAAGTGETCAGEAAAACEGAEGTTGEGATTETGGTGTTTGATGTTGAGAGEGGTATEACEGAATATGATAAGAAGATTTATAGEETGET GETGGAGAAGAAAATEEEGET!
Identity
Ce FUD 1, HydF FGGCAAGACCCTG(_:A/\GTGCTGAGCMAA/\CCGACGTTGCGATTCTG(_:TG GATGTFGAL:/\GCGGTATCMCCG/AATAC(;ATMAGAMC»\ ATAGCCTGCTGCTGGAGMAGAMAATCCCGCT\

ol A o s o o o o

Ce FUD 2, pDK_hydF_1_F.scf 3TGGCAAGACCCTGGAAGTGCTGAGCAAAACCGACGTTGCGATTCTGGTG GATGT TGAGAGCGGTATCACCGAATACGATAAGAACA /\TAGCCTGCTGCTGG/\GAAGA/\A»‘\TCCCGCT\

Ce REY 3, pDK_hydF_2 R.scf

37.3 3@0 330 490 41.0 JZIO 41'30 :1-‘10 -150 4’0
Consensus SATTGGEGTGETGANGAAGATEG, G| G-G-G-GIGIG-G—GG(—G-G-
Identity
Ce FUD 1, HydF .:A'I—FGGCL:TGCTGMACAMGATCGAC'\AG/\AAGATF/\CA»‘\ACTG(_:AAL.ACTATACCAL:CCAATTCAA/\ATCCCG/\'I_FGTFCCCATC AGCGCGCTGAI\C»‘\ACAAGGGTA‘I_FA»‘\CA/\CCTGMAAGMT

/\ (V) . !
Ce FUD 2, pDK_hydF_1_F.scf _;ATFGGCGTGCTGf\/\CAAG/\TCGACAAG/\AAGA'I—D‘«CAA/\CTG(_:AAGACTATACCAGCCAATTCr\/\AATCCCGA'I_FGTFCCGATC/‘\GCGCGCTGAA(_'\ACA/‘\GGGTA‘I_F/\AC;\ACCTG»‘\/\I\GAT

Ce REY 3, pDK_hydF_2 R.scf I

497 500 510 "'O 530 550 560 570 :90 6!0 ]
Consensus GIC.G-C-GGI(.GG_G-G-C—(“GGGIG-(.GIG-GGGIG—GIGGC.GG_G-G-GGIG(’G-G-GG-G-GI
Identity
Ce FUD 1, HydF GAL:CTGATCC GTCTGGCGCCGGAAAACGACGATAAGT TTAAAATCGTGGGTGACCTGCTGAGCCCGGGCGATATCGCGGTGCTGGTTACCCCGATTGACAAGGCGGC GCCGAAAGGCCL:TCTGA

) A
[ FUD 2, pDK_hydF_1_F.scf GCTGATCCETCTGECOCCCOARAACGACGATAAGTTTARAATCETGECTGACCTGCTOAGCCCCEECOATATCGEEETGCTEGTTACCCCOATTGACAAGECCGEGCCOARACGCEETCTGA

Ce REY 3, pDK_hydF_2 R.scf
20 6%0 640 650 670 690 7(?0 710 7;0 7?0 740

Consensus TTETGEEG GGIGIGIG-GIG-GIG-GGIG_GGIG-G GREAG GTTATTAG

Identity

L FUD 1, HydF [TTCTGCCGCAGCAACAGACCATCCGTGACATTCTGGAGAGCGATGCGATCGCGATGGTGACCAAGGAGTTCGAACTGCGTGAAACCCTGGACAGCCTGCGTAAGAAACCGAAAATCGTTATTAC
/\

Ce FUD 2, pDK_hydF_1_F.scf

AN
B¢ REV 3, pDK_hydF_2 R.scf TGCGTAAGAAACCGAAAATCGTTATTAC



744 750 760 770 780 800 810 820 830 840 850 860
Consensus -G-G-GCI_G-GC.GIGGIGG—('-(_G-G GGEGEGTEATAAGGGTGABETGATTGAGETGGEGEGTGGEGEGEGTGEG
Identity
Ce FUD 1, HydF ICGATAGCCAGGTGTTCCTGAAGGT TGCGGCGGACACCCCGAAAGATATCCTGATGACCAGC AGCAT_FCTGATGGCGCGTCACAAGGGTGACCTGA'ITGAGCTGGCGCGTGGCGCGCGTGCG

Ce FUD 2, pDK_hydF_1_F.scf

AMXL A AX AMALY U0 XXX
[e REY 3, pDK_hde_Z_R,scf CGATAGCCAGGTGT—TCCTGAAGGTTGCGGCGGACACCCCGAAAGATATCCTGATGACCAGC AGCATTCTG/\TGGCGCGTCACAAGGGTGACCTGATFGAGCTGGCGCGTGGCGCGCGTGCG
868870 890 900 910 920 940 970

Consensus :-G-G—G-GG-GGIG GIGCI_G—GIG-G_GG-GGIG—GIG-GG-GIG-G—GG-G-
Identity
Ce FUD 1, HydF IATCGAAGATCTGAAGGACGGTGATAAAATCCTGATTGCGGAGGCGTGCACCCACCACCGTCAAAGCGACGATATCGGCAAGGTGAAAATTCCGCGTTGGCTGCGTCAGAAAACCGGTAAGAAA

L FUD 2, pDK_hydF_1_F.scf

/ YX X Wy, AN / A
Ce REY 3, pDK_hydF_2 R.scf JATCGAAGATCTGAAGGACGGTGATAAAATCCTGAT—FGCGGAGGCGTGCACCCACCACCGTCAAAGCGACGATATCGGCAAGGTGAAAATTCCGCGTTGGCTGCGTCAGAAAACCGGT/\AGAAA

992 1 0'(0 1 0’0 1 030 1050 1 070 1. 100 1. 110
Consensus IIGGIG-G—'G-GIGG__G-G_G-G—GIG-G-G_GIGIGGG-G-G-C-G-(-G-G-G-G—G-G-GIG
Identity
Ce FUD 1, HydF C‘TGGAGTTCGAC AGCAGCGGCTTCAGC CCGCCGAACATCGAAGATTACGCGCTGATTGTTCACTGCGCGGGTTGCATGCTGAACCGTCGTAGCATGCTGCACCGTATTGAAAGCAGCG

Ce FUD 2, pDK_hydF_1_F.scf

Ce REV 3, pDK_hde_Z_R.SCf CTGGAGTTGC'I—I_FAGCACGGCAGC'ITFCCGCCGAACTGAAGAT_FACGCGTGA'I—FG‘I—FCACTGCGCGGG'I_TGCATGTGAACCGTGTAGCATGTGCCCGTA'I_FGAAAGCAGCG
1,1‘20 1,1.30 1,1.40 1,150 1,1‘60 1,1‘70 1,1‘80 1,190 1.200 1.2‘10 1‘1‘20 1230 1.2‘35

Consensus G

Identity

Ce FUD 1, HydF

e FUD 2, pDK_hydF_1_F...,

{\ A VYV /\ /\ A [\ /\
Ce REY 3, pDK_hydF_2 R.... :TGAAGAAACAAATCCCGATTGTGAACTACGGTGTTCTGATCGCGTATG'I—FCAGGGCATI"CTGCCGCGTGCGCTGAAACCGTTCCC(JTATGCGGACCGTATC AACCAGAGCAGCCGTAACTAA



